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INTRODUCTION

Mixed ligand metal complexes [1] have important appli-
cations in various fields such as pharmaceutical [2,3], catalysis
[4] as well as phosphorescent materials [5], etc. due to this,
researchers gave more attention towards the development of
more active metal complexes with different ligands. Metal
complexes of Mn(II) [6], Fe(III) [6], Co(II) [7], Ni(II) [8],
Cu(II) [7], Zn(II) [8] are reported for their enhanced bioactivity.

Derivatives of bis(indolyl)methane [9] are the nitrogen-
containing important class of heterocyclic compounds with
diverse applications in the pharmaceutical field [10]. Parti-
cularly bis(indolyl)methanes [11] possess biological activities
such as antibacterial and insecticidal activities [12], antitumor
activity [13], anticonvulsant [13], anticancer agents [14], anti-
fungal [15], anti-inflammatory [16], etc. 8-Hydroxyquinoline
is also a significant heterocyclic compound with manifold
applications in pharmaceutical [17-21]. Moreover, 8-hydroxy-
quinoline and its derivatives are known for chelating ability
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[22] as well as their applications in synthesis of different bio-
active molecules in the medicinal field [23].

In this study, the synthesis, characterization, molecular
docking and biological potential of Mn(II), Fe(III), Co(II),
Ni(II), Cu(II) and Zn(II) mixed ligand complexes of 5-((4-chloro-
phenyl)diazenyl)quinolin-8-ol (ligand 1) and 4-(di(1H-indol-
3-yl)methyl)benzene-1,2-diol (ligand 2) is reported. Molecular
docking study was performed to assess the target for antimicro-
bial activity. Biological activity study was carried out on two
Gram-positive bacteria (S. aureus and S. pyogenus), two Gram-
negative bacteria (E. coli and P. aeruginosa) and three fungal
pathogens (A. niger, C. albicans and A. clavatus).

EXPERIMENTAL

All the purchased chemicals and solvents were of analytical
grade reagents (from S.D. Fine Chemicals and Sigma-Aldrich)
and used without further purification. By the open capillary
method, the melting point of the synthesized ligands and comp-
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lexes was determined and uncorrected. Shimadzu FTIR-408
spectrophotometer was used to record the FT-IR spectra in the
range between 4000 and 400 cm-1 using KBr. In DMF solvent,
the conductance was measured using an Equiptronics Conduc-
tivity meter (EQ-664A). The 1H NMR spectra was recorded
in DMSO-d6 at 500 MHz with TMS as an internal standard.
Moreover, the LC-MS spectra were recorded on WATER, Q-TOF
Micro mass. Elemental analysis was done on Perkin-Elmer
EAL240 elemental analyzer. The absorption spectra of the
prepared samples were recorded in the wavelength range of
200-800 nm using JASCO V-770ST UV/VIS/NIR spectro-
photometer. A thermogravimetric analysis study was done by
using a Perkin-Elmer thermogravimetric analyzer at the heating
rate of 10 ºC per min in a nitrogen atmosphere.

Synthesis of 5-((4-chlorophenyl)diazenyl)quinolin-8-ol
[(L1)]:  Ligand 1 (4, Scheme-I) was synthesized by a known
procedure [24].
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Scheme-I: Preparation of 5-((4-chlorophenyl)diazenyl)quinolin-8-ol
(Ligand 1)

Synthesis of 4-(di(1H-indol-2-yl)methyl)benzene-1,2-
diol [(L2)]: Ligand 2 (7, Scheme-II) was also synthesized by
a procedure as per literature [25]. In brief, a mixture of indole
(5, 0.02 mol, 5.85 g) and 3,4-dihydroxy benzaldehyde (6, 0.01
mol, 3.45 g) was taken in a 100 mL round bottom flask. To
this solution, 10 mL glacial acetic acid was added and stirred
at room temperature (25 ºC) for 3 h. The completion of the
reaction was monitored by thin-layer chromatography with
mobile phase 15% ethyl acetate in hexane. After completion
of the reaction mixture was poured in cold water, separated
solid (7, ligand 2) was filtered. The crude product was purified
by column chromatography using ethyl acetate-hexane solvent.
Using an ethyl acetate-hexane solvent, the crude product was

purified using column chromatography. FTIR, 1H NMR, mass
spectra and elemental analysis were used to determine the
structure. Colour: reddish; Yield: 85%; m.p.: 94-96 ºC; IR (KBr,
νmax cm-1): 3408 (-OH, NH), 1607(C=C) 1513, 1455, 1338,
1278, 1095, 875, 745. 1H NMR (DMSO-d6, 400 MHz) δ ppm:
5.65 (s, 1H), 6.64 (t, 1H), 6.66 (d, 1H), 6.73 (d, 1H), 6.79 (s,
2H), 6.87 (t, 2H), 7.04 (t, 2H), 7.29 (d, 2H), 7.35 (d, 2H), 8.70
(br. s, 2H), 10.77 (s, 2H) MS: M+1 = 353.3726, Anal. calcd.
(found) % for C23H18N2O2: C, 77.95 (77.20); H, 5.12 (5.01);
N, 7.90 (7.35).

Synthesis of metal complex: Ligand 1 (0.01mmol) and
ligand 2 (0.01 mmol) and 20 mL ethanol was taken in round
bottom flask. The mixture was heated at boiling temperature
to make a clear solution. To a above mixture, ethanolic solution
of metal chlorides of Mn(II), Fe(II), Co(II), Ni(II), Cu(II) and
Zn(II) (0.01 mmol) was added dropwise. The pH of the reaction
mixture was maintained to 9-10 with the addition of 0.2 M
NaOH solution. The mixture was refluxed with constant stirring
for 2.0 h. The separated coloured complex was filtered through
Whatman filter paper and washed with ethanol. Finally, the
complex was dried in vacuum desiccators over anhydrous
CaCl2. The yield was about 80-90% (Scheme-III).

Antimicrobial activity: For screening the in vitro anti-
microbial activity of metal complexes, broth dilution assay
was used [26]. For this, two Gram-positive (Staphylococcus
aureus [MTCC96] and Streptococcus pyogenus [MTCC442])
and two Gram-negative (Escherichia coli [MTCC443] and
Pseudomonas aeruginosa [MTCC441]) bacterial strains were
used. Candida albicans (MTCC 227), Aspergillus niger (MTCC
282) and Aspergillus clavatus (MTCC 323) were the fungal
species used for the antifungal evaluation. The highest dilution
yielded results with at least 99% inhibition, which is considered
the MIC. Amoxicillin and chloramphenicol were served as
positive controls.

Molecular docking: The molecular docking technique was
employed using AutoDock4.2 [27] software, to investigate the
putative binding mode of most effective antimicrobial metal
complexes. For docking, topoisomerase II also referred to as
DNA gyrase was used in this study as a receptor protein. DNA
gyrase is an important target protein receptor, to explore the
binding mode of antibacterial [28] and antifungal [29] comp-
ounds. It catalyzes the changes in the DNA strands and is imp-
ortant for replication and bacterial cell survival as it is absent
in the eukaryotes. The three-dimensional coordinates of DNA
gyrase were collected from the protein database (PDB ID:
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Scheme-II: Preparation of 4-(di(1H-indol-2-yl)methyl)benzene-1,2-diol (Ligand 2)
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2XCT.pdb), which was isolated from Staphylococcus aureus
[30]. Next, organic metal complexes were built and optimized
using the Discovery Studio Visualizer [31]. In this study, the
blind and local docking approach were utilized to explore the
binding mode and obtained the least energy conformation similar
to the earlier study [32]. The active binding mode and analysis
of bonding interactions was predicted using PyMol [33] and
Chimera [34] software.

RESULTS AND DISCUSSION

The six new mixed ligand metal complexes were synthe-
sized from 5-((4-chlorophenyl)diazenyl)quinolin-8-ol (ligand
1), 4-(di(1H-indol-2-yl)methyl)benzene-1,2-diol (ligand 2)
with metal chlorides of Mn(II), Fe(III), Co(II), Ni(II), Cu(II),
Zn(II) in ethanol.

Elemental analysis: The C,H,N analysis of the ligands
and its metal complexes with the molecular formula and the
melting points are given in Table-1. The results obtained are
in good agreement with those calculated for the suggested
molecular formula. It confirms that the composition of metal
complexes is ML1L2 (1:1:1).

Molar conductance: The molar conductance values for
complexes were determined in DMF as solvent (10-3 mol L-1)
at room temperature (Table-1). All complexes showed values
in the range 1.00 to 4.35 ohm-1 cm2 mol-1 indicating the non-
electrolytic nature of complexes [35]. This confirms that chloride
ions are directly bonded to metal ions [36].

FTIR studies: Both ligands were characterized by FTIR,
1H NMR, mass and elemental analysis. As per spectral analysis
of ligand 1, IR spectrum showed absorption peak for different
functional groups at 3287 cm-1 (-OH), 1506 cm-1 (C=N

pyridine), 1400 cm-1 (N=N linkage), 1289 cm-1 (C-O), 1134
cm-1 (-Cl) [37]. The IR spectra of ligand 2 showed a major broad
absorption peak at 3408 (-OH, NH), peak at 3054 (arom. C-H),
2975 (aliph. C-H), 1607 (C=C), 1278 (C-O) [37]. The mass
spectra showed intense peak at 353.3726 (M+1) confirms the
formation 4-(di(1H-indol-2-yl)methyl)benzene-1,2-diol
(ligand 2).

The key vibrational modes of ligand 1 and ligand 2 with
transition metal ions are given in Table-2. On examination of
IR spectra of ligands and their metal complexes, band at 3408
cm-1 in ligand-2 due to hydroxyl groups is disappeared on
complexation indicated the association of oxygen atoms is in
coordination with the metal ion. Also, the coordination of azo
8-hydroxyquinoline (ligand 1) with metal ion was supported
by the disappearance of band at 3287 cm-1 due to hydroxyl group.
This confirms the formation of C-O-M bonding in complexes.
Moreover, shifting of frequency for C=N band of quinoline
ring in ligand 1 from 1571 cm-1 to lower frequency. The strong
band in ligand 1 and ligand 2 at 1289 cm-1 and 1278 cm-1, respe-
ctively due to C-O bond, in all metal complexes this frequency
has shifted to lower frequencies in between 1270-1249 cm-1.
This also confirms the formation of C-O-M bonding in the
metal complexes. Broad band in all the synthesized complexes
around 3461-3426 cm-1 confirmed the presence of coordinated
water molecules. The two new bands at 518-476 cm-1 and 477-
424 cm-1 confirmed the M-O and M-N bonding in present metal
complexes [37].

NMR studies: In 1H NMR spectra, a broad singlet at δ
11.11 ppm confirmed the presence of –OH group, chemical
shift values in δ 7.26 to 9.33 ppm confirmed the formation of
azo-linkage with nine aromatic protons. The mass spectra showed
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Scheme-III: Structure of metal complex (3-8)

TABLE-1 
PHYSICAL PARAMETERS OF LIGANDS AND ITS METAL COMPLEXES 

Elemental analysis (%): Found (calcd.) 
Compounds Colour m.w. 

Yield 
(%) m.p. (°C) 

Molar 
cond. C H N 

Azo quinoxaline (L1) Brown 284.0800 89 216-218 – 63.20 (63.50) 3.42 (3.55) 14.78 (14.81) 
Bis(indolyl)methane (L2) Reddish 353.3726 85 94-96 – 77.20 (77.95) 5.01 (5.12) 7.35 (7.90) 
Mn(L1)(L2)Cl2·3H2O Reddish brown 814.6215 83 250< 1.00 55.89 (56.00) 3.74 (3.83) 8.59 (8.59) 
Fe(L1)(L2)Cl2·5H2O  Reddish brown 850.5231 80 250< 1.98 53.42 (53.57) 4.08 (4.14) 8.20 (8.22) 
Co(L1)(L2)Cl2·H2O Reddish brown 786.6018 82 250< 4.01 58.21 (58.29) 3.43 (3.48) 8.89 (8.94) 
Ni(L1)(L2)Cl2·2H2O  Brown 808.6449 85 250< 4.35 56.92 (57.00) 3.58 (3.65) 8.66 (8.75) 
Cu(L1)(L2)Cl2·2H2O Brown 808.6587 83 250< 3.98 56.57 (56.66) 3.58 (3.63) 8.61 (8.69) 
Zn(L1)(L2)Cl2·H2O Reddish brown 786.6290 85 250< 2.73 57.77 (57.82) 3.38 (3.45) 8.78 (8.87) 
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an intense peak at 284.08 (M+1) confirms the formation of
5-((4-chlorophenyl)diazenyl)quinolin-8-ol (ligand 1).

The 1H NMR spectra showed broad singlet at δ 8.70 and
10.77 ppm confirmed the presence of –OH and -NH- groups,
a singlet at δ 5.65 ppm represents the aliphatic hydrogens while
chemical shift values in δ 6.64 to 7.35 ppm showed aromatic
hydrogens.

Mass spectra of complexes: Mass spectra of mixed ligands
metal complexes (3-8) showed molecular ion peaks correspon-
ding to newly synthesized complexes and molecular weight
of unstable fragments may be due to degradation of target

metal complex and collision of ions. Molecular ion peak and
mass of various fragments of metal complexes confirm the
stoichiometry of metal chelates as [ML1L2] type. Mass spectra
of Zn-complex is shown in Fig. 1.

Thermal studies: To understand the stability and decom-
position, thermogravimetric analysis of all the mixed ligands
metal complexes was carried out in the temperature range of
25-800 ºC with a heating rate of 10 ºC min-1 in a N2 atmosphere
and results are given in Table-3. The TGA cure of Co-complex
and Cu-complex are given in Fig. 2. The loss in weight is due
to the role of temperature. As per the thermogram, all the metal

TABLE-2 
CHARACTERISTIC INFRARED ABSORPTION BANDS (cm–1) OF THE LIGANDS AND THEIR METAL COMPLEXES 

Compounds Co-ordinated water ν(-OH) Phenolic C-O ν(Py.N) ν(M-O) ν(M-N) 
Azo quinoxaline (L1) – 3287 1289 1571 – – 
Bis(indolyl)methane (L2) – 3408 1278 – – – 
Mn(L1)(L2)Cl2·3H2O 3461 – 1270 1555 517 447 
Fe(L1)(L2)Cl2·5H2O  3432 – 1264 1563 516 453 
Co(L1)(L2)Cl2·H2O 3448 – 1250 1527 497 426 
Ni(L1)(L2)Cl2·2H2O  3456 – 1250 1563 476 424 
Cu(L1)(L2)Cl2·2H2O 3442 – 1249 1562 496 426 
Zn(L1)(L2)Cl2·H2O 3426 – 1251 1568 518 477 
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Fig. 1. Mass spectra of Zn complex
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Fig. 2. TGA of (a) Co complex and (b) Cu complex

complexes were decomposed in two steps. The first decom-
position occurs between 100-200 ºC with an exothermic peak
at 225-800 ºC, exhibited a weight loss of 11-18%. It may lose
water molecules and chloride ions. Further, in second step,
the continuous and rapid loss in weight takes place above 230
ºC, which represents the complete decomposition of the mixed
ligands metal complexes. It exhibiting weight loss of around
65 to 70%. Leaving behind metal residue and carbon around
15-20%.

Electronic spectra: The UV-visible spectra of ligands
and its metal complexes were recorded in DMF at 298 K and
data is tabulated in Table-4. The electronic spectrum of the
free ligand 1 shows absorption at 236, 255 nm and 269, 400
nm due to π-π* and n-π* transitions, respectively while ligand
2 shows absorption at 240, 255 and 262, 298 nm due to π-π*
and n-π* transitions, respectively. An intense absorption band
for all the metal complexes observed in the range 226-255 nm
is due to π-π* transitions in the aromatic units and bands at
269-274 nm region are due to n-π* transitions of all the
complexes (Fig. 3) [38]. A band in the region of 477-525 nm
is due to the LMCT transition [39]. Mn(II) complex showed
an absorption band at 521 nm is assigned to the 6A1g→4T2g

transition for a distorted octahedral Mn(II) complex. Co(II)
complex showed an absorption band at 377 and 459 nm are
assigned to the 4T1g(F)→4A2g(F) and 4T1g (F)→4T1g (P) transitions
for a distorted octahedral geometry of the complex [40]. The
Ni(II) complex shows a d-d band at 514 nm due to 3A2g(F)/
3T1g(P) transition, which corresponds to the octahedral geometry
[40]. The diffuse electronic spectrum of Cu complex contains

TABLE-3 
THERMAL DATA FOR MIXED LIGAND METAL COMPLEXES (1-6) 

Weight loss (%) 
Complex Temperature range (°C) 

Found Expected 
Assigned dec. product 

85-220 16.2 15.4 2Cl, 3H2O 
Mn(L1)(L2)Cl2·3H2O 

230-435 59.6 60.2 Organic part of ligands 
80-200 18.58 18.94 2Cl, 5H2O 

Fe(L1)(L2)Cl2·5H2O 
230-435 58.4 59.8 Organic part of ligands 
80-190 12.29 11.32 2Cl, H2O 

Co(L1)(L2)Cl2·H2O 
240-450 67.35 68.28 All remaining organic part 
80-220 13.77 13.24 2Cl, 2H2O 

Ni(L1)(L2)Cl2·2H2O 
260-467 63.45 64.55 All remaining organic part 
80-225 13.72 13.29 2Cl, 2H2O 

Cu(L1)(L2)Cl2·2H2O 
260-467 63.61 64.29 All remaining organic part 
50-180 11.56 11.30 2Cl, H2O 

Zn(L1)(L2)Cl2·H2O 
230-486 66.90 67.78 All remaining organic part 

 

TABLE-4 
ELECTRONIC SPECTRAL DATA OF THE  

LIGANDS AND THEIR COMPLEXES 

Compounds π-π* n-π* 
d-d 

transition 
Azo quinoxaline (L1) 236, 255 269, 400 – 
Bis(indolyl)methane (L2) 255, 262 298, 416, 504 – 
Mn(L1)(L2)Cl2·3H2O 240, 262 269, 348 521 
Fe(L1)(L2)Cl2·5H2O  242 269 525 
Co(L1)(L2)Cl2·H2O 226, 255 270 477 
Ni(L1)(L2)Cl2·2H2O  230, 240 256, 274 514 
Cu(L1)(L2)Cl2·2H2O 226, 240 255, 268 447 
Zn(L1)(L2)Cl2·H2O 235, 239 254, 271, 348 – 
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Fig. 3. UV-visible spectra of mixed ligands and its metal complexes

two broad bands at approximately 355 and 447 nm, attributed
to the 2Eg→2T2g transition and to charge transfer, respectively.
This proposes a distorted octahedral structure of the complex
[41]. Moreover, the Zn(II) complex exhibited charge transfer
transitions (LMCT) at 492 nm [42].

Antibacterial activity: All the synthesized mixed ligands
metal complexes compounds possess good antimicrobial activity
against all the studied microorganisms. The in vitro screening
and evaluation results (minimum inhibitory concentration)
against the studied microorganisms are tabulated in Table-5.
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Metal complexes showed a better activity against most of the
bacterial pathogens than both ligands. With regard to the activity
against E. coli, complexes 4, 5 and 8 exhibited the excellent
activity, which is equally or more potent than ampicillin (100
µg/mL) but 50% less active than chloramphenicol. Complex
4 which is an iron complex showed excellent activity 62.5 µg/
mL as compared to ampicillin (100 µg/mL) while complexes
3, 6 and 7 as well as both ligands showed the moderate activity
against E. coli. Furthermore, all complexes showed activity
against P. aeruginosa, but complexes 3, 4, 5, 6 are equally
potent as ampicillin (100 µg/mL) while complexes 7 and 8 both
showed the moderate activity. Moreover, all the complexes
showed activity against S. aureus, but complexes 3, 6, 7 are
equally potent as standard drug ampicillin while complexes
4, 5, 7 and both ligands showed the moderate activity. Finally,
complex 4 (50 µg/mL) showed an excellent activity against
bacterial stain S. pyogenus like concentration as compared to both
standard drugs while other complexes possess a good activity.

Antifungal activity: Three fungal stains such as Candida
albicans, Aspergillus niger, Aspergillus clavatus were used to
study the antifungal activity of the synthesized ligands and its
mixed ligand metal complexes. The results are shown in Table-5.
The results of synthesized compounds were compared with
the standard drug griseofulvin. Antifungal data showed that
all the reported analogs are potentially active against C. albicans.
Complexes 3 to 7 showed excellent activity (200-250 µg/mL)
to griseofulvin. Moreover, all complexes showed the moderate
inhibition efficiency against the other two pathogens.

Molecular docking: Molecular docking was employed
to investigate the binding mode of antibacterial compounds
(Table-6) using AutoDock4.2. The least energy docked confor-
mation of antibacterial compounds with DNA gyrase receptor
were found to be -13.22, -12.75 kcal/mol for Fe and Co complex,
respectively (Fig. 4). The docking study reveals that both these
antibacterial compounds prefer to binds at the interface of DNA
and gyrase protein and show significant binding affinities as
shown in Table-6. Further, the hydrogen bonding interaction
analysis shows that all these antibacterial compounds form
bonding interactions with the protein and DNA base pairs as
shown in Fig. 5.

TABLE-6 
BONDING INTERACTION OF Fe AND Co COMPLEXES WITH 

DNA GYRASE RECEPTOR, ENERGY VALUES (kcal/mol) 

Metal 
complexes 

Binding 
energy 

Atoms involved in 
bonding 

Distance 
atom 
pair 

Angle 

Fe -13.22 
Met1113-CH···Cl-Drug 
Asn1296-N···HC-Drug 
DC12-N··· HC-Drug 

2.53 
2.86 
3.28 

142.64 
121.59 
137.23 

Co -12.75 

DC-O3···HC-Drug 
Lys1276-O···HC-Drug 
Leu1280-CH···F-Drug 
Thr1325-N···HN-Drug 
Gly1332-N···HN-Drug 

2.23 
2.27 
2.40 
2.37 
2.42 

161.61 
134.24 
155.46 
145.03 
126.51 

 

The molecular docking analysis of DNA gyrase with Fe
complex shows the bonding interactions with the residues such
as Met1113 (2.53 Å), Asn1296 (2.86 Å) and with nucleotide
DC12 (3.28 Å) as shown in Fig. 5a. Similarly, the DNA gyrase
and Co-complex are stabilized by the bonding interactions with
base-pair DC (2.23 Å) and gyrase residues such as Lys1276
(2.27 Å), Leu1280 (2.40 Å), Thr1325 (2.37 Å) and Gly1332
(2.42 Å) as shown in Fig. 5b.

Overall, the molecular docking study revealed that the
synthesized Fe and Co complexes are stabilized by hydrogen
bonding interactions and forms a stable complex with the DNA
gyrase with reasonable binding energy. Hence, this may inhibit
the DNA gyrase activity further to stop the catalyze changes
in the DNA topology and induces cell apoptosis that leads to
cell death.

Conclusion

In present study, synthesis of azo-quinoline derivative
(ligand 1), bis indole derivative (ligand 2) and its mixed ligand
metal complexes of Mn(II), Fe(III), Co(II), Ni(II), Cu(II), Zn(II)
metal ion were reported. Various spectroscopic techniques were
used to demonstrate the structure, nature of bonding and stoi-
chiometry of complexes. Metals bind through three oxygen,
one nitrogen, two ligands and chloride, with water molecules
present in the coordination sphere. The antimicrobial activity
of metal complexes ranged from moderate to excellent. Metal
complexes Fe, Co and Zn were found to be effective against

TABLE-5 
ANTIMICROBIAL ACTIVITIES OF SYNTHESIZED COMPOUNDS 

MIC values (µg/mL) 

Antibacterial activity Antifungal activity Compound 
E. coli 

(MTCC443) 
P. aeruginosa 
(MTCC441) 

S. aureus 
(MTCC96) 

S. pyogenes 
(MTCC442) 

C. albicans 
MTCC 227 

A. niger 
MTCC282 

A. clavatus 
MTCC1323 

Azo quinoxaline (L1) 125 250 125 125 500 1000 1000 
Bis(indolyl)methane (L2) 125 250 250 200 500 1000 500 
Mn(L1)(L2)Cl2·3H2O 250 100 100 125 250 250 250 
Fe(L1)(L2)Cl2·5H2O  62.5 100 200 50 200 200 250 
Co(L1)(L2)Cl2·H2O 100 100 250 100 250 500 500 
Ni(L1)(L2)Cl2·2H2O  250 100 100 125 250 500 1000 
Cu(L1)(L2)Cl2·2H2O 200 200 100 100 200 500 500 
Zn(L1)(L2)Cl2·H2O 100 125 200 100 500 250 250 
Ampicillin 100 100 250 100 – – – 
Chloramphenicol 50 50 50 50 – – – 
Greseofulvin – – – – 500 100 100 
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all the studied bacterial strains. The Mn-complex was found
to have significant activity against all fungal stains, while the
other complexes were found to have significant activity against
Candida albicans. The more potentially bioactive Fe and Co
complexes were computationally investigated by use of mole-
cular docking simulation with DNA gyrase. The molecular
docking study revealed that the synthesized Fe and Co complexes
were stabilized by hydrogen bonding interactions and forms a
stable complex with the DNA gyrase with reasonable binding
energy.
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